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morphism and divergence, 199 
mitDNA variation within and between Anopheles gam- 
biae and An. arabiensis, 1817 
nucleotide variation at Acp70A region in Drosophila 
melanogaster, 189 
reconstruction of ancestral sequence from pattern of 
DNA polymorphism, 1431 
simple-sequence length polymorphism (SSLP) mark- 
ers, murine albino-deletion complex mapping, 
787 
Population bottlenecks, effect on evolutionary rate in 
nearly neutral mutation model, 907 
Population genetics 
Alu evolution in human populations, using coales- 
cent to estimate effective population size, 1977 
DNA variability at X-linked loci in Mus domesticus, 
1303 
estimation of amount of DNA polymorphism when 
neutral mutation rate varies among sites, 1959 
evaluation of genetic distance statistics in Ursidae 
populations using microsatellite data, 1943 
genetic divergence of photoperiodic response in W)- 
eomyia smithii, 1873 
genetic diversity and long-term persistence of natural 
populations (fish), 1249 
Hardy-Weinberg testing for continuous data, 1965 
mitDNA variation within and between Anopheles gam- 
biae and An. arabiensis, 1817 
mitochondrial and nuclear DNA diversity in Panama- 
nian Amerindians, 1289 
reconstruction of ancestral sequence from pattern of 
DNA polymorphism, 1451 
sampling distribution of disease-associated alleles, 
1855 
statistical methods to map QTLs in outbred popula- 
tions, 1445 
statistical tests of neutrality of mutations against pop- 
ulation growth, hitchhiking, and background se- 
lection, 915 
Position effect variegation 
Drosophila melanogaster genes, trans-inactivation of 
white transgenes, 671 
transgene repeat arrays interact with distant hetero- 
chromatin causing silencing in cis and trans, 1181 
Prion(s), factors affecting appearance of /pSI"] prion 
in Saccharomyces cerevisiae, 507 


Protein binding, Aa mating-type proteins Y and Z, in 
Schizophyllum commune, 117 
Protein splicing, protein splicing mutants in yeast, 73 
Protein transport 
Gap|p delivery to cell surface of Saccharomyces cerevis- 
iae, genes required for, 1569 
Saccharomyces cerevisiae, PEP7-encoded novel SNARE 
component, 467 
Pseudogene, larval cuticle pseudogene locus of Drosoph- 
ila, polymorphism and divergence, 199 


Quantitative genetics 
conditional epigenetic variability and growth in mice, 
765 
epistatic genetic variance in interspecific crosses of 
Tribolium, 1235 
Quantitative trait loci 
analysis of synthesized QTL in transgenic lines, 315 
marker-assisted introgression of QTLs, 1469 
statistical methods to map QTLs in outbred popula- 
tions, 1445 


Rana spp., evolutionarily conserved frog linkage 
groups, 255 
Recombination 
accumulation of P-element-induced recombinants in 
germline of male Drosophila melanogaster, 1769 
annealing vs. invasion in phage \ recombination, 961 
bacteriophage \, roles for \ Orf and E. coli RecO, 
RecR, and RecF, 357 
divergence of yellow gene between Drosophila melano- 
gaster and D. subobscura, 165 
DNA variability at X-linked loci in Mus domesticus, 
1303 
donor preference in Saccharomyces cerevisiae MAT 
switching, 399 
evolution of recombination, 879 
intergenic and intragenic recombination rates at 
maize waxy locus, 815 
meiotic 
Ac excision and homologous meiotic recombina- 
tion at bz, 1923 
Saccharomyces cerevisiae, DMCI function indepen- 
dent of RADI pathway, 533 
mitotic, in Saccharomyces cerevisiae, RDH54 in, 1533 
number of ancestors to a DNA sequence, 1459 
terminal recombination in Escherichia coli, 979 
Ty5 cDNA recombination in Saccharomyces cerevisiae, 
545 
Replication, in Saccharomyces cerevisiae, ORC5 and, 1053 
Reproductive behavior 
defects in new fru mutants of Drosophila melanogster, 
1107 
Slocus region of chromosome | in interspecific back- 
cross of Lycopersicon esculentum X L. hirsutum, 861 
Retrotransposons 
mobile element 297 in Abd-B gene of Drosophila mela- 
nogaster and tumorous-head-3 (tuh-3) mutation, 679 
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Ty5 cDNA recombination in Saccharomyces cerevisiae, 
545 

Rhizobium (Sinorhizobium) meliloti, pckA regulation in, 

1521 


Saccharomyces cerevisiae 
actin cytoskeleton, Sro9 interactions with tropomyo- 
sin genes, 1003 
altered Cct6 subunit of chaperonin, 1609 
cell polarity, Cdc24p in vacuole formation and Na™ 
tolerance, 43 
cell surface genes, 435 
chromosome fragment formation, “‘break copy”’ du- 
plication, 371 
COX2 5’-untranslated leader in mitochondral transla- 
tion, 87 
donor preference in MAT switching, competition 
assay involving two types of recombination, 399 
double-strand break repair, REV3 mutagenesis, 1017 
factors affecting appearance of /pSI"] prion, 507 
functional interactions of SAGA, 451 
GapIlp delivery to cell surface, genes required for, 
1569 
glucose signaling, gs/7 and gsf/2 mutations in, 557 
growth polarity, 421 
kinetochore function, ubiquitin system regulation of 
ndcl10—2 in, 409 
mating, role of pheromone signal transduction path- 
way in chemotropic response to pheromone, 19 
meiotic recombination, DMC] function independent 
of RADI pathway, 533 
MEK] and axial element assembly during meiosis, 33 
mitosis and meiosis, RDH54/TID1 in, 1545 
mitotic diploid-specific recombination and meiosis, 
RDH54 in, 1533 
mutants constitutive for ADE genes, 383 
protein interactions of STE5 mutants, 479 
protein transport, PEP7 encodes novel SNARE com- 
ponent, 467 
RAD30 gene, in UV-induced damage and repair, 1557 
Rap|p/Gcrlp/Gcr2p function, 493 
replication initiation and silencing, separable of 
ORCS, 1053 
role of Gcrlp in glycolysis, 521 
Ty5 cDNA recombination, 545 
Salmonella enterica, aceK polymorphism, 1509 
Schizophyllum commune 
Aa locus, Y and Z protein binding, 117 
SC3 silencing, 589 
Schizosaccharomyces pombe 
cdclY gene, mutational analysis, 1025 
cell cycle control, mcs4 regulation, 1043 
prpl” gene, 101 
Selection 
balancing selection on phosphoglucose isomerase in 
Gryllus spp., 609 


differentiating between selection and mutation bias 
(letter), 1893 
distinguishing the effects of mutational biases and 
natural selection on DNA sequence variation (let- 
ter), 1989 
evolution of recombination, 879 
molecular evolution of k-casein gene in Bovidae, 1863 
mutation-selection balance under genomic im- 
printing at autosomal locus, 281 
origin of Drosophila pseudoobscura, 1091 
statistical tests of neutrality of mutations against pop- 
ulation growth, hitchhiking, and background se- 
lection, 915 
Self-incompatibility 
evolution of sporophytic self-incompatibility alleles in 
plants, 835 
genealogical structure among alleles regulating, 1389 
Lycopersicon hirsutum QTL for reproductive behvior, 
861 
Sex, advantage of sex in RNA bacteriophage $6, 953 
Sex chromosome, X chromosome meiotic drive in Cyr- 
todiopsis, 1169 
Sex determination 
B6-Y"°° sex reversal (mouse), Sry sequence analysis, 
1267 
M factors of Mus domestica, 271 
TRANSFORMER genes of Ceratopteris, 1885 
Sexual development, Aa mating-type proteins Y and Z 
binding in Schizophyllum commune, 117 
Silencing. See Gene silencing 
Skeletal muscle 
hypermuscularity in mice, Compact (Cmpt) mutation, 
755 
splicing regulation of Drosophila myosin heavy chain 
gene transcript, 725 
Solenopsis invicta, genetic structure in native popula- 
tions, 643 
Sordaria macrospora, mating-type genes, transformation 
into heterothallic ascomycetes, fruiting body de- 
velopment, 567 
Speciation 
allopolyploidy, genome sequence elimination and 
differentiation of homeologous chromosomes in 
wheat, 1381 
epistatic genetic variance in interspecific crosses of 
Tribolium, 1235 
gene flow and natural selection in origin of Drosophila 
pseudoobscura, 1091 
incipient speciation by sexual isolation in Drosophila 
melanogaster, 1191 
reproductive isolation and morphogenetic evolution 
in Drosophila, 231 
Splicing 
protein splicing mutants in yeast, 73 
Sporulation, sporulation-specific gene expression in 
yeast, negative regulators, 1351 
Statistics 
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evaluation of genetic distance statistics in Ursidae 
populations using microsatellite data, 1943 

Hardy-Weinberg testing for continuous data, 1965 

methods to map QTLs in outbred populations, 1445 

statistical tests of neutrality of mutations against pop- 
ulation growth, hitchhiking, and background se- 
lection, 915 

Suppression, allele-specific suppression in yeast, mecha- 


nism involving new protein-protein interactions, 
1635 


Tetraploidy, Bayesian analysis of inheritance in Astilbe 
biternata, 1933 
Transcription 
functional interactions of SAGA in Saccharomyces cere- 
visiae, 451 
HRS] regulation in yeast, 1585 
role of Gcrlp in transcriptional activation of glyco- 
lytic genes in Saccharomyces cerevisiae, 521 
Saccharomyces cerevisiae, Rap|p/Gcrlp/Gcr2p func- 
tion, 493 
Transformation 
exceptional transformants of Kan*, gametophytic le- 
thals in Arabidopsis thaliana, 1411 
fruiting body development in heterothallic ascomy- 
cetes, mating-type genes from homothallic Sord- 
aria macrospora and, 567 
Transgenics 
analysis of synthesized QTL in transgenic lines, 315 
lac repressor of E. coli in transgenic mouse, 297 
transgene repeat arrays interact with distant hetero- 
chromatin causing silencing in cis and trans, 1181 
Translation, Saccharomyces cerevisiae COX2 5’-untrans- 
lated leader in mitochondral translation, 87 
Transposable elements 
Ac excision and homologous meiotic recombination 
at bz, 1923 
Ac-st2, positive dosage effect and epigenetic regula- 
tion, 823 
modified autonomous En transposon (/-En) in maize, 
1329 
P-element-induced lethal mutations on third chro- 
mosome of Drosophila melanogaster, correlation of 
physical and cytogenetic maps in chromosomal 
region 86E-87F, 1697 


transposable element distiibutions in Drosophila (let- 
ter), 1993, 1997 
transposon insertions in mouse Fused (Axin) gene, 
777 
Tribolium spp., genetic variation segregating for traits 
observed in hybrids, 1235 
Tropomyosin, mutations synthetically lethal with tpm1A 
in yeast, 1595 


Ubiquitin system, Saccharomyces cerevisiae kinetochore 
function, 409 
Ultraviolet radiation, DNA damage 
“dark repair’’ pathway in Arabidopsis thaliana, 1401 
Saccharomyces cerevisiae RAD30 gene in, 1557 
Unilateral incongruity, Lycopersicon hirsutum QTL for 
reproductive behvior, 861 
Ustilago maydis, umc] modulation of expression of mat- 
ing type-specific genes, 1643 


Vegetative incompatibility, Podospora anserina, 581 


Wyemomyia smithi, genetic divergence of photoperiodic 
response in, 1873 


X chromosome 
DNA variability at X-linked loci in Mus domesticus, 
1303 
Drosophila male-specific lethal-2 protein, 1743 
evolution in Drosophila virilis species group, 223 
sex-ratio, in Drosophila simulans, analysis of distortion 
and suppression, 635 


Y chromosome 
M factors of Mus domestica, 271 
Mus Sry sequence analysis, 1267 


Yeast. See also Saccharomyces cerevisiae 

allele-specific suppression, mechanism involving new 
protein-protein interactions, 1655 

CakIp in budding yeast cell cycle, 57 

HRS] regulation of transcription, 1585 

human CPR (cell cycle progression restoration) 
genes and Far phenotype of yeast cells, 1063 

morphogenesis, mutations synthetically lethal with 
tpm1Q, 1595 

protein splicing mutants in yeast, 73 

sporulation-specific gene expression, negative regula- 
tors, 1351 
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